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Blood samples from 79 individuals from Edmonton, 85 individ- 
uals from Vancouver, 128 individuals from Northern Ontario, 104 
individuals from Saskatchewan, and 104 individuals from Salishan 
were provided from anonymous residents of Canada who were 
blood donors participating in either clinical research studies or 
blood donor clinics. DNA extraction was performed according to 
established RCMP protocols (1). PCR amplification was per- 

Biology Section, RCMP Central Forensic Laboratory, P.O. Box 8885, 1200 
Vanier Parkway, Ottawa, Ontario. K1G 3M8; Canada. 

National DNA Data Bank of Canada, Central Forensic Laboratory, 
P.O. Box 8885, 1200 Vanier Parkway, Ottawa, Ontario, K1G 3M8, Canada. 

Department of Biology, Carleton University, Ottawa, Ontario, K1S 5B6, 
Canada. 

formed using the AnlpFlSTR CofilerTM PCR Amplification Kit 
(Perkin-Elmer, Foster City, California) following established 
RCMP protocols (1) with a reduced PCR amplification reaction 
volume of 5 KL. The amplified products were detected using the 
377 Sequencer (Perkin-Elmer, Foster City, California). Data were 
analyzed using the GenePop program (2) for Hardy-Weinberg 
equilibrium, linkage equilibrium, and population differentiation 
tests. From the group of tests done on each population for each lo- 
cus, the Bonneferonni correction criterion was invoked and no de- 
viation from Hardy-Weinberg or pairwise linkage equilibrium was 
noted. Amalgamation of the Edmonton and Vancouver populations 
into a single data set was possible, with no deviation from Hardy- 
Weinberg or pairwise linkage equilibrium when combined. 

The complete data are available to any interested researcher at 
the following world wide web site URL: http://www.csfs.ca/ 
databases/index.htm. 
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Locus: CSFlPO 
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Locus: D7S820 

Allele 
Caucasian Northern Ontario 

(N = 79 Edmonton iudividuals + 85 Vancouver individuals) (N  = 128 individuals) 
Saskatchewan 

( N  = 104 individuals) 
Salishan 

( N  = 104 individuals) 

11 0.250 0.508 0.308 0.442 
12 0.128 0.199 0.178 0.183 
13 0.046 0.059 0.034 0.029 
14 0.003 0.000 0.010 0.000 

P (exact test)" 0.994 0.268 0.086 0.024 

V (exact test) based on 5000 dememorization steps, 1000 batches and 1000 iterations per batch using the GenePop Program (2). 


